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Molecular analysis of esophageal carcinosarcoma
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Esophageal carcinosarcoma is rare tumor which composed of both carcinoma and
sarcoma components. The hitogenesis of this type of tumor is unknown, because small number of genes
have been evaluated in previous reports about genetic analysis of esophageal carcinosarcoma. In

this study, we performed exome sequencing using next generation sequencer in both components of
esophageal carcinosarcoma. Consequently, 216 and 131 somatic mutations were observed in carcinoma
and sarcoma component, respectively. Forty-two mutations were commonly observed in both components.
Meanwhile, 190 and 571 copy number variants were observed in carcinoma and sarcoma component,
respectively. These results suggest that two components of carcinosarcoma are origineated from
single cell, and divide into carcinoma component with accumulation of somatic mutation and sarcoma
component with accumulation of copy number variations.
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