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Analysis of mutational and proteomic heterogeneity of gastric cancer suggests an
effective pipeline to monitor post—treatment tumor burden using circulating tumor
DNA
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3 A B OIS E 5 EREA LB K o fEEE DNA (Circulating tumor DNA,
CtDNA) | TJEBIFFRAY 22~ —h — & L CTHEH SN TWAN, BN EL AR SREEN
ED XIS D NIH SN2 > TR, F72, ITFETIIE R ARG R DY
FAEHNRIRZAT D ISAT ) DEIENER SN TVWAR, BED o =4 22 kiIS Tl
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FLERMEC X DI SRRSO RHEFNEDOR B L 20 LB BN 5.
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ATV, BHREICHIT D ctDNA ST 2MANIES B OB A H CTh D2 0 &2 MGk L=,
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Al Lkttt — 27 = — (NG 12 L B B ARE 1651 s OB BT 21T > 7. 3
BT OMRIZ BT D88 T U VHEE (variant allele frequency, VAF) &% & (RSl
Rk 2B LTz, 72, oFIL7eENEnoOmiEZ W, WifEZ 7 E7 4 E— b
~A 7 a7 LA (reverse—phase protein array, RPPA)IZX % 293 {HD % L /X7 EEMEMT
AT, BIBTEREZ X7 B OB Lz, FE S NWIEFIFRRZERO R )
SR OER AR L, digital PCR(PCR)IZHNWD T A ~— - Fu—Tt v &%l -
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1. EEZ R 10 RS 30 M) B 126 FE OIS R i Sz, 3 #ir
|C @ A RIS B % founder mutation, 1 f&AFDA, F721% 2 @O A CTHI@E T
o728 % non—founder mutation & EFLI-E A 16 fE¥E (12. 7%) 72 founder
mutation |24 L7~

2. Founder mutation @ VAF {Z non—founder mutation ®VAF LV A= IZE D0 > 7= (26. 5%
vs 13.5%; p<0.0001).

3. R/Xwr— Canopy % HV Tz VAF (2365 < #EALRARRHAENT CTlE, hypermutator % fg
< 8 OOEEFED H B 5 DOfEE T founder mutation DEE(LRFAS OEEERIZAIE L T
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4. NGS TlAE &N 7= 15 FE¥HD non—founder mutation (22U CHEYS DNA %4 VT dPCR %
Totzb A, 14788 (93.3%) OEEN 3 EATT X CTH SNz,

5. AIFATMAET ctDNA 23 &A= did 30% (3/10) T -7=. ctDNA @ VAF |X founder
mutation 7% non—founder mutation X W & H B EH - 7= (1.09% vs
0.29%; p=0.0039).

6. FRIIMAE T ctDNA 23R &7z 3 B ClE, 1RIRIC X 2 RIS B RO i4 I
ctDNA @ VAF 23 b LTz,
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8. A2 HDBIE & X /I FBLOXT D H G, TH3 AR TIL pb3 ¥ 37 &IXAEIC
o 72D (p=0. 0004) , ODOZEFETIIZ R0 B L OBEIIA LR o7,
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