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Research of oxidative stress and mitochondrial gene polymorphism in presbycusis

Shimamoto, Kirito
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12SrRNA 0XHOS 13
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d-ROM SNP

13 genes OXHOS site at the construction area, including the mitochondrial 12SrRNA
was statistically significant in presbycusis group. On the other hand, BAP values were found low levels of
BAP values (average 833 nano mol/l1) in proportion to age, there was no correlation with the SNP. d-ROM va
lue was also not observed in the context of the SNP as well.
Because there is the influence of the earthquake also, a decrease in outpatient visits number of patients,
cases that can be a target has been reduced, ensuring the number of subjects was less than expected. Ther
e is also some influence in the research process one by one earthquake in the direction of the target, and
also conspicuous failure of the life of the cause, in the future, we would like to support as important m
atters to ensure the target in rural areas along with the research system .
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Table 2. Detected SNPs with statistical significance
Significant SNPs (p<0.05)
Gene Nucleotide Nucleotide  Amino acid Number
position  substitution substitution
Presbycusis Control
(a=76) (0=81)
128 1RNA 676 [elte - 3 0
961 insC 8 0
168 TRNA 2831 [N 0 3
ND1 3434 AG thrieys 3 0
ND2 4833 AG thriala 2 7
5108 e 2 7
cort 7600 GIA 0 El
corr 9377 AG 0 3
9575 [N 0 3
ATPG 8654 oT 0 3
ND4 11696 [N valile 4 0
12007 e valile 3 0
ND3 12361 AG thrieys 4 0
13563 AG 0 3
Cyth 15874 AG 5 1
thr: threonine, ala:alanine, valvaline, ile: isoleucine. Bold: non-synony mous mutation
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